Fujianmycins [2] are members of the angucyclinone family. Currently, more than 40 derivatives of the latter are known. They are the third class of quinone antibiotics after the tetracyclines and anthracyclines [3] . Most of them are found as free aglycones, and all are oxygenated at C-4. While the related linear anthracyclinones usually have low pharmaceutical activities, the angucyclinones show pronounced antibacterial activity, such as inhibiting prolyl-endopeptidases of Flavobacterium meningosepticum non-competitively (IC 50 = 8.9 µM) [4] , and enhancing the cytotoxicity of colchicine. Of special interest is the inhibition of mycobacteria [5] and of Helicobacter pylori [6, 7] . Both angucyclines/ angucyclinones and anthracyclines have been isolated from various streptomycete strains. with anisaldehyde/sulfuric acid spray reagent. Compounds 2 and 4 turned to violet with 2N NaOH indicating a peri-hydroxy quinone moiety, while the other compounds did not react. Due to this behavior and their similar UV/vis and NMR spectra, a group of related quinones was expected.
In the 1 H NMR spectrum of 1, two doublets and a triplet of three adjacent aromatic protons and an AB system of two further protons in the ortho position in another ring appeared; the patterns were confirmed by COSY data. In the aliphatic region, a methoxy singlet at δ 3.95, two methylene groups at δ 3.82/3.75 (CH 2 -13) and 2.99/2.77 (CH 2 -2) and two methine signals at δ 4.75 (H-4) and δ 2.37 (H-3) were visible. The 13 C NMR spectrum displayed 20 signals, a ketone carbonyl, two quinone carbonyls, twelve sp 2 and five sp 3 carbon signals.
The CI mass spectrum afforded a pseudomolecular ion at m/z 353 [M + H] + , and the HRESIMS of 1 delivered the formula C 20 H 16 O 6 . A quinone nucleus was predicted based of the UV/vis data, the presence of carbonyl signals at δ 182.7 and 185.4 and the positive test for peri-hydroxy groups in the related components 2 and 4.
The triplet of H-10 showed HMBC correlations with C-8 and 11a. The doublet at δ 7.66 (H-11) displayed a correlation with a quinone carbonyl and must be in a peri-position relative to the latter (C-8 or C-11). Further correlations (Figure 1 ) confirmed the methoxy group in the same ring, so that it must occupy the opposite periposition (C-11 or C-8). Proton H-6 correlated with the second quinone carbonyl (C-7) and must be in a periposition of a second ring on the same side as the methoxy group. Further HMBC and COSY correlations completed the angucyclinone skeleton, as drawn in Figure 1 . Compound 1 is the new 13-hydroxyfujianmycin B and was named fujianmycin C. To date, it seems to be the second hydroxymethyl-angucyclinone after YM-181741 [9, 10] .
The relative configuration at C-3 and C-4 was supposed to be the same trans orientation as for fujianmycins A (2) and B (3). Force field calculations resulted in a bis-axial orientation of the hydrogens H-3 and H-4, which required a coupling constant of J H-3,4 ~ 10 Hz. This agrees well with the experimental value of 9.3 Hz for H-4. The small NOE between 3-H and 4-H seemed to indicate their cis orientation, but this was also observed for fujianmycin B (3) and was therefore neglected. As the observed optical rotation of 1 (+18°, MeOH) was nearly the same as for 2 (+17°, CHCl 3 ) and as their biosyntheses are certainly closely related, a (3S,4S) configuration can be assumed. Fujianmycin C (1) showed weak antibacterial activity against Streptomyces viridochromogenes Tü 57, causing inhibition zones of 14 mm at 40 μg/ disk, but was not cytotoxic.
Further components were identified as fujianmycins A (2) [11] and B (3), ochromycinone (4) [12] , ochromycinone methyl ether (5) , and tetrangulol methyl ether (6) [13] by interpretation of their NMR spectroscopic data by means of AntiBase [14] . These compounds were responsible for the cytotoxicity of the crude extract and contributed also to its antibacterial properties. It is obvious that all these compounds have a close biosynthetic relationship.
Experimental
General experimental procedures: see ref. [15] . The substrate mycelium is brown. Spores are light grey. Spore chains are straight to flexuous (Rectiflexibiles). The surface of spores is smooth to warty. Melanin pigment is produced on peptone-yeast extract-iron agar and tyrosine agar [17] . Optimum growth temperature is at about 30°C. The strain neither reproduces at 4°C nor at 45°C. The strain does not develop in media with 7% or higher seawater salinity. Starch and chitin are degraded, casein is not hydrolyzed [18] . The strain is
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Fermentation, extraction and isolation:
The marine derived Streptomyces sp. B6219 was cultivated on M 2 + medium (10 g malt extract, 4 g glucose, 4 g yeast extract per L, 50% seawater) for 8 days and extracted with ethyl acetate (mycelium) and XAD-16 resin (filtrate), respectively, as described for related strains [19] . The resulting yellow brownish combined crude extract (6.43 g) was defatted using cyclohexane and chromatographed on a silica gel column using CH 2 
